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Note: Synergistic performance also observable
at detection site of assay
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‘ | It allows for a systematic and quantitative
Other observations: screen of dozens of antibody options within

» Marked performance differences in different 1-2 weeks under real immunoassay conditions
sample matrices using nanoliter spot volumes.

Automated data interpretation

Sample cohort screen to identify Ab pair with

best clinical performance (unique . .
epitope/conformation/modifications) This method has shown to be highly

Sensitivity down to 0.01 IU/mL (~40 pg/mL) translatable and is customizableto
Serotype reactivity confirmation (Adw/Ayw) accommodate diverse assay specifications.
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